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decarboxylase( HDC) -Cre mice. Then the projections of histaminergic TMN neurons were detected by the hrGFP

fluorescence in the brain slices. Results

The hrGFP-positive neurons were co-ocalized with the HDC immunoreac—

tivity neurons which were presented in the TMN in the mouse brain. The histaminergic TMN neurons innervated

almost all central nervous system including cerebral cortex caudate-putman nucleus accumbens septal nucleus

basal forebrain lateral hypothalamus amygdala bed nuclei of the stria terminalis thalamus periaqueductal gray

and parabrachial nucleus. Conclusion

The specific pathways of histaminergic TMN neurons are clarified which

may provide the foundation to reveal the neuronal circuits of histaminergic system in the regulation of wakefulness

mood and other behaviors.
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The role of long non — coding RNA uc002ktr. 3 on drug

resistance to cisplatin in lung squamous cancer
Wang Qi Luo Peng Wang Baolong
( Dept of Clinical Laboratory The Affiliated Provincial Hospital
of Anhui Medical University Hefei 230001)

Abstract Objective To investigate the differential expression of long non-coding RNA ( IncRNA) in cisplatin
sensitive and resistant tissues of lung squamous cancer and to explore the role of long non-coding RNA uc002ktr. 3
in cisplatin resistance of lung squamous cancer. Methods LncRNAs in lung squamous carcinoma with cisplatin
sensitivity and cisplatin resistance were detected by ArraystarlncRNA chip technology. SiRNA transfection was ap—
plied to knockdown uc002ktr. 3 expression in SK-MES-. The drug sensitivity ( ICy,) of SK-MES- were detected
by CCK-8 assay; the protein expression of Zebl and E-cadherin were detected by Western blot and apoptosis rates
were detected by flow cytometry. Results A total of 1220 IncRNAs were differentially expressed in cisplatin resist—
ant compared with cisplatin sensitive lung squamous cancer ( Fold change >2.0) . The CCK-8 assay and Western
blot results showed that knockdown of ucO02ktr. 3 in SK-MES- could significantly reduce the drug sensitivity
(ICsy) and the expression of Zebl protein however the expression of E-cadherin protein was dramatically in-
creased comparing with negative control ( siRNA-NC) group. Flow cytometry analysis showed that treatment with
the same dose of cisplain knockdown of uc002ktr. 3 in SK-MESH could significantly increased apoptosis rates
compared with negative control ( siRNA-NC) group. Conclusion ILong non—coding RNA uc002ktr. 3 is significant—
ly up—regulated in lung squamous cancer with cisplatin resistance. Our findings indicate that the decrease of
uc002ktr. 3 can significantly improve the cell susceptibility to cisplatin. These findings provide new vision and im—
plications for targeted therapy of lung squamous cancer.
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