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Effects of TMEFF2 promoter methylation on proliferation migration

invasion and apoptosis of bladder cancer
Zhang Wentao' > Zhang Ziwei’ Mao Shiyu® et al
('Dept of Urology Shanghai Clinical College of Anhui Medical University Shanghai 200072;
*Dept of Urology Shanghai Tenth People’s Hospital Shanghai 200072)

Absrtact Objective To study the expression of transmembrane protein with EGFdike and two follistatindikedo—
mains 2 ( TMEFF2) and promoter methylation level in bladder cancer. Methods The methylation level of the pro—
moter region of TMEFF2 gene was analyzed by DNA methylation and gene expression in human cance ( MethHC)
database. The methylation-specific quantitative PCR was used to detect the difference in methylation expression of
TMEFF2 gene in 30 urine samples and the proliferation migration invasion and apoptosis of bladder cancer cell
lines were analyzed after treated with 5-Aza-dc. At the same time the TMEFF2 gene was highly expressed by trans—
fecting the plasmid further verifying its biological role in bladder cancer. Results Apoptosis of bladder cancer
T24 cells was significantly increased after 5-Aza-dc treatment while migration and invasion were significantly inhib—
ited. The same result was obtained by highly expressing TMEFF2 by transfection of the plasmid. Conclusion
TMEFF2 gene promoter methylation may be a potential biomarker of bladder cancer which may play an important
role in the development of bladder cancer.
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