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GRHL3 promotes breast cancer cells migration and invasion via

downregulation of SNX16
Zhou Lili' > Zeng Fanjun' Tu Zhenzhen' et al
( 'Dept of Biochemistry and Molecular Biology Anhui Medical University Hefei 230032;
*Key Laboratory of Permatology Ministry of Education Hefei 230032)

Abstract Objective To investicate GRHL3 controlling SNX16 expression in breast cancer cells and promoting
cell migration and invasion. Methods Immuno-histochemistry analysis was performed to detect GRHL3 and
SNX16 expression in breast cancer tissues. Western blot was used to determine GRHL3 and SNX16 expression in
the MCF7 cells overexpressed GRHL3. Luciferase reporter vectors with the wild type or the mutated promoter of
SNX16 gene were established using molecular cloning technology. Luciferase assay was used to detect activity of the
SNX16 promoter in presence of or absence of GRHL3. Transwell analysis was performed to investigate cell migra—
tion and cell invasion. Results Immunohistochemistry analysis showed that GRHL3 overexpressed in breast canc—
er tissues whereas SNX16 expressed at lower level in breast cancer tissues than that in precancerous lesions. West—
ern blot analysis showed GRHL3 overexpression inhibited SNX16 expression in MCF7 cells. Sequencing results
proved that the luciferase reporter vectors with the wild type or the mutated promoter of SNX16 gene were success—
fully established. Luciferase assay showed GRHL3 dramatically inhibited activity of the SNX16 promoter. Tanswell
analysis indicated GRHL3 promoted MCF7 cells migration and invasion partly related to downregulation expression
of SNX16. Conclusion =~ GRHL3 promotes migration and invasion of breast cancer cells via downregulation of
SNX16 expression.
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