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Study on drug resistance genes and molecular epidemiology of

carbapenem-resistant Serratia marcescens
Yuan Yuan'® Chen Jizhong” Pan Yaping' et al
('Dept of Clinical Laboratory The First Affiliated Hospital of Anhui Medical University Hefei 230022;
*Dept of Blood Transfusion Tongling Peoples Hospital Tongling 244000)

Abstract Objective To investigate the drug resistance phenotype and carbapenemase genes of carbapenem-—resist—
ant Serratia marcescens and to analyze its molecular epidemiology. Methods Clinical isolates of 67 non—repeated
carbapenem-resistant Serratia marcescens isolates were collected for common drug susceptibility by Kirby-Bauer
method and Vitek2 Compact. Carbapenemase was screened by modified carbapenem inactivation method( mCIM)

Carba NP test and modified Hodge test ( MHT) . Carbapenemase genes was detected by PCR. The clone type of re—
sistant bacteria was analyzed by PCR to detected the Enterobacterial repetitive intergenic consensus( ERIC) . Re-
sults  Carbapenem-resistant Serratia marcescens were mainly from intensive care unit( ICU) and mainly from spu—
tum samples. The drug susceptibility results showed that 67 strains of bacteria were 100% resistant to cefotaxime
and ceftriaxone. The resistance rates to imipenem meropenem ertapenem and aztreonam were all greater than
90% . Ciprofloxacin gentamicin tobramycin piperacillin/tazobactam ceftazidime cefepime levofloxacin had
higher resistance rates. Only highly sensitive to amikacin and cotrimoxazole. The positive rates of mCIM Carba NP
test and MHT were 92.54% 89.55% and 91.04% respectively. PCR showed that 32 strains of bla,. gene and

7 strains of blagy,.; gene were detected in 67 strains of Serratia marcescens. There were 7 strains of blay,s, gene
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3 strains of blagys gene and 1 strain of blayy,s; gene among which 8 strains contained multiple drug resistance
genes. 67 strains of carbapenem-resistant Serratia marcescens can be divided into 8 types ( represented by A to H)
of which type A (50 strains) was the most. Conclusion The isolated carbapenem-resistant Serratia marcescens ex—
hibits multi-drug resistance mainly carrying blay,. and blayy, genes and has multiple genes coexisting. The trend
of the same kind of cloning is obvious and it may cause the outbreak of nosocomial infection.

Key words Serratia marcescens, carbapenemase; drug resistance gene; Enterobacterial repelitive intergenic con—

sensus; homology analysis



