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1.2.2 &4k#E SHBR(GV248) DL M EGFR
shRNA JP4i it A A s i LT B R Ak 2
BARA BRA w2, 44852 5lbRic s GV248/EGFR
shRNA.GV248/EGFR shRNAIL. GV248 /EGFR shR-
NAIL, B4 7 PCR BRG] A > = F G I S o , 4
WESZFY LT 3 4% EGFR shRNA 5541 L3 1.
1.2.3 mieisd YU G LR 90% B, it
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1.2.4 Real4ime PCR  Fi¥2 1 PBS PRI&401E 3 ¥R,
Fi2 1 ml /LI 0 A 200 M 24 e T 4 BT i L RNA
PLEL. RNA g5 AT , 2 BE 3 5 S50 8 0 B 45 6 1
cDNA 25—4#. Lk cDNA Rk , ffi i] ABI7500 Re—
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GACTCC3’. Real4ime PCR JZ Jij 2 F¢ H: 95 °C.
15 5,60 °C .1min,40 ME#. LI GAPDH fE R N2,
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%1 EGFR shRNA F 3l

shRNA 4k ne&:: ZEINEEHY %

GV248 /EGFR shRNA-] 5°-CACAAAGCAGTGAATTTAT3" CTCGAG 5-ATAAATTCACTGCTTTGTGGC3”
GV248 /EGFR shRNA-II 5’-CAAGCCAAATGGCATCTTT3" CTCGAG 5'-AAAGATGCCATTTGGCTTGGC3
GV248 /EGFR shRNA-I 5" TGGATGATAGACGCAGATA3~ CTCGAG 5 TATCTGCGTCTATCATCCAGC3”
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GiilepE L (F =4.721.1.999, P = 0. 151.0.341) ,

KWW X EGFR KR TCHm . LA 1.

Bisr

AR
H

= 0.5 |

EGFRWAH X ik
| HH
[ H
[E
|
H4 .

0.0

it

Bl 1 7[E EGFR shRNA xf EGFR & i%#J2MH
A: R[FZH 5] EGFR f1 GAPDH Z& (1 3%ik; B: R4 % EGFR mR-
NA K5 HT45 5 C: AR AL EGFR 2 A R HT a8 3R 10 IEW
Y1: 20 FEYe GV248 41; 3: 4 Yt GV248/EGFR shRNA-T 41; 4: #; ¢
GV248 /EGFR shRNA-TI 4H: 5: §% Y GV248/EGFR shRNA-TI 41; 5 %t
MRl A: " P <0.05

EGFR/GAPDH O
s o o
N (=) o]

o
5]
T




I EMKRFF®  Acta Universitatis Medicinalis Anhui 2017 Aug; 52(8)

* 1135 -

A 1 2 3

p-EGFR NS s

EGFR |

B 157

o I

0.5 F

0.0 |—:I:—|

EGFRIF\HIX #ik &

041

p~EGFR/GAPDH

021

0.0

0.6 ]—F
04
02 *

1 2 3

o [ H

EGFR/GAPDH

2 F# EGFR 3} EGFR.p-EGFR %3k 80
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He; D: AR5 ECFR 8 1 Fah /Wi s 12 IEH 45 2: §5 4% GV248
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Ve GV248 /EGFR shRNA-II % 4 MHCC-97H 4
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{H EGFR ) mRNA FIEE K3 kA B 2 TR, 22
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0.027) , 1fij HH B R b ik K P 8 3 AR, 22 57
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S RN, 5 1EH 4 AH H, GV248 /EGFR shRNA-I
21 24 h F148 h 45 FE A FEAS SR W REAIR
LG FE X (F =6.516.7.897,P =0.000) .
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B3 F#t EGFR 3 MHCCY7 HiEZE FRE M
A: RIFIG1 5] Transwell x200; B: R[RI41 I 40 HLZ 22805 /34T C: AN R4 50 40 A2 28 658 01 00 D: AR RIE R x 100; E: R
[FI2H 51 24 h 40 EF5 2450475 F: AS [ 2H 0405 48 h 4 sEFE 384007 1: 1E 3 2H; 2: #5 4L GV248 2H; 3: 54t GV248 /EGFR shRNA-II 4H; 5% lB4H

H#: " P <0.05
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Ca® " VEMANAE N T 205 (5, TEAR 215
TREEFEZMMAEMN", B ERET, 4005
Ca’* ¥ B 10 % 4 F5 72 2 1077 mol /L, 21 Jiil 52 1) 45 Fib
RIS AT SR Ca® " MR ETH &, i & Ca’ " (554
Y FR O AR BN o TS A RGNS A AL ( store—
operated calcium entry,SOCE) J& 4§ Ca’ " N —
T )5 2, Orail FELFTAH BAEHI L E 70 1( sto-
mal-interacting molecular 1, STIM1) 42& SOCE %~
L RS £ 45 32 HefA ( sodium calcium ex—
changer, NCX) J& )32 73 Afi T 200 Jf0 J5 JI « 4 A
PALJSE I 3 /N B 25 PR 235 4 b ) — b B 8 1
B NCX AL MR A Ca® " ok B2 HEA T PdORS
WA TR, TSN 20 e 15 555 5 A A KRB
F—FRYVERE D).

Effect of EGFR gene knockdown on invasion and migration of

hepatocellular carcinoma MHCC-97H cell line
Zhang Chuanhai' , Gui Yang1 ,Guo Fenglin2 , et al

(' Dept of General Surgery, *Dept of Anesthesiology, The Affiliated Provincial
Hospital of Anhui Medical University, Hefei 230001)

Abstract

carcinoma cell by epidermal growth factor receptor gene. Methods

Objective To investigate the effect of RNA interference on the invasion and migration of hepatocellular
The expression of EGFR and p-EGFR was de—
tected by Real+ime PCR and Western blot. Cell scratch and Transwell were used to detect the invasion and migra—
tion of MHCC-97H cells. Lipofectamine 2000 was used to transfect MHCC-97H cells. Results EGFR and p-EG-
FR were significantly decreased in EGFR siRNA group compared with the normal group ( P <0.05) . Meanwhile,
the invasion and migration of EGFR siRNA group were significantly decreased ( P <0. 05) . Conclusion Interfer—
ing with EGFR can reduce the ability of invasion and migration of MHCC-97H cells and reduce the distant metasta—
sis ability of MHCCO7H cells.
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