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the different types of OOC with individualized treatment plan could contribute to a curative effect. Age is correlated

with Glazer evaluation and the curable effect. The findings provides clinical directive significance of the selection of

treatment schedules for the different types of OOC.
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Relationship between expression of ERCC1

and prognosis of smoking patients with advanced NSCLC
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Abstract Objective To investigate the expression of ERCC1 in smoking patients with advanced non-small cell
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Abstract 10 single—cell clones of HepG2. 2. 15 cells were isolated by limited dilution and their expressions of
HBsAg and HBeAg were determined by ELISA. According to expressions of HBsAg and HBeAg the highest medi-
um and the lowest-expression clones were selected. Cytotoxicity of IFN-o were analyzed by MTT assay and the re—
sults suggested that IFN-« showed similar cytotoxicity to the different clonal cell lines. The clones were treated with
IFN-o« and HBsAg and HBeAg expressions were determined by ELISA. IFN-o weakly inhibited HBeAg expression
and strongly inhibited HBsAg expression and HBV DNA replication and the inhibition effect was stronger for those
with higher expression levels. HBsAg and HBeAg were differentially expressed in HepG2. 2. 15 cells and the highly
expressed clones were more sensitive to [FN-a.
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lung cancer(NSCLC) and its relationship with clinical features and prognosis.Methods The expression of ERCC1
was detected in 96 patients with advanced NSCLC by PCR assay. The clinicopathologic factors treatment effect and
survival time were observed. Results The expression of ERCC1 was related to smoking index(P=0.029) but it
was not related to other clinicopathological factors. The patients with low expression of ERCC1 had better response
rate and median survival time when compared to those with high expression patients. The difference was statistically
significant(P=0. 001 P<0.01).Conclusion ERCCI expression is associated with smoking index and the patients
with low expression of ERCC1 shows higher chemotherapy efficiency and longer median survival than patients with
high expression which indicates that detection of ERCC1 may be a useful parameter in evaluating the therapeutic
effect and prognosis of smoking patients with advanced NSCLC.
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