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Evaluation of matrix-assisted laser desorption/ionisation
time-of-flight mass spectrometry

for identification of clinical yeasts
Zhang Boyun Ye Naifang Wang Zhongxin
( Dept of Clinical Laboratory The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To evaluate the ability of MALDI-TOF MS in identification of the yeast isolated from clinical
specimens. Methods 387 strains of yeasts were tested. All the strains were from clinical specimen and identified
by VITEK MS and API ID 32C system at the same time. Sequencing of the internal transcribed spacer ( ITS) re—
gions of ribosomal DNA was used as the reference method in the analysis of a total of 387 yeast isolates. The accu—
racy of detected results was analyzed by the x* test. Results The identification accuracy rates of VITEK MS API
ID 32C were respectively 97.7% and 93.0%. The difference was statistically significant ( x> =9.439 P =

0.002) . There was no statistical significance between MALDI-TOF and ITS sequencing. Conclusion MALDI-
TOF is a rapid simple and accurate method which is identified to species level in identification of yeasts.
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