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edge infrastructure Wanfang Weipu PubMed Cochrane Library OvidSP  Wiley Online Library EBSCO
Elsevier Science Direct Springer Link databases for the association CTLA-4 gene polymorphism with MG. The as—
sociation strength were assessed by RevMan 5. 3 software. Results Ten references were enrolled in total. MG was
divided into thymoma-associated MG( TAMG)  thymic hyperplasia MG( THMG) and autoimmune MG( AIMG) .
The Meta analysis showed that carriers of 1231775 allele G have higher risk of MG( OR =1.55 95% CI:1.13 ~
2.12 P=0.006) and higher risk of AIMG( OR =1.39 95% CI:1.09 ~1.77 P =0.007) by subgroup analysis.
Carriers of 15733618 genotype CC( OR =3.28 95% CI:1.89 ~5.70 P <0.001) and allele C( OR =1.76 95%
CIl1.30 ~2.37 P<0.001) have higher risk of AIMG by subgroup analysis. Conclusion The meta analysis re—
veales that rs231775 allele G rs733618 genotype CC and allele C of CTLA-4 gene is associated with the suscepti—
bility to MG.
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Effect of silencing tpdS2 gene by RNA

interference on proliferation and apoptosis of glioma cells
Qin Hao' Gao Bingbing' Sun Yikun® et al
('Dept of Neurosurgery The General Hospital of Army General Hospital of Anhui Medical University Beijing 100000
*Dept of Neurosurgery General Hospital of Army General Hospital Beijing 100000)

Abstract Obiective To explored the effect of silencing tumor protein D52( tpd52) gene by RNA interference on
proliferation and apoptosis in glioma cells. Methods The lentivirus expressing shRNA-tpd52( the nucleotide se—
quence of inhibiting tpd52) and shRNA-NC( the nucleotide sequence of negative control) were infected into human
U87 glioma cells in vitro. In 48 h after transfection the counts of expression GFP cells was measured by fluores—
cence microscope and the expression level of TPD52 mRNA and protein were detected by real+ime fluorescence
quantitative PCR and Western blot analysis. MTT assay was performed to evaluated cells proliferation. Cell apopto—
sis and cycle were detected by the flow cytometry with Annexin V and Pl. Results The transfection rate of U87
cells was more than 90% . In contrast with the shRNA-NC group and the blank control group the expression of
TPD52 mRNA and protein of shRNA-pd52 group were decreased significantly( P <0.01) and the ability of U87
cells proliferation was markedly inhibited( P < 0. 05) . It simultaneously inhibited the transition from GO phase to
G1 phase and promoted cell apoptosis of U887 cells( P <0.05) . Conclusion Silence of TPD52 gene expression
might inhibit proliferation and colony formation arrest cell cycle and enhance apoptosisof glioma cells.
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