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Analysis and significance of Nanog promoter methylation status

in gliomas and glioma cells
Wang Yan' > Niu Chaoshi' >® Li Zhongying' * et al
(' Dept of Neurosurgery The Affiliated Provincial Hospital of Anhui Medical University Hefei 230001;
*Anhui Province Key Laboratory of Brain Function and Brain Disease Hefei 230001;
*Anhui Provincial Stereotactic Neurosurgical Institute Hefei  230001)

Abstract Objective To detect the methylation status of Nanog gene promoter and the expression of Nanog mRNA
in gliomas and glioma cell lines and to explore the function of Nanog in glioma. Methods MSP and RT-PCR were
conducted to detect Nanog gene promoter’s methylation status and its mRNA expression in normal brain tissues gli—
oma tissues paracancerous tissues glioma cell lines U87 and U251. Results Nanog gene promoter was hyperm—
ethylated in gliomas and the presence was significantly higher in gliomas than that in the paracancerous tissues
(58.82% vs 13.63%) (x° =14.852 P <0.01) . Nanog gene promoter unmethylation state was higher in grade IIl
and grade IV glioma compared with grade I and grade [ tumors. Nanog gene promoter was hypermethylated in U87
and U251 cell lines. Nanog mRNA expression levels in high-grade( Il + IV) gliomas were higher than the low—
grade( I+ II) group Nanog mRNA expression was significantly increased in U87 and U251 cell lines. Conclusion

Unmethylation state of Nanog gene promoter regions is one of the most important mechanisms that up—-egulate its
protein expression and influence the occurrence and development of gliomas.
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