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PCR
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5 600 bp;Fy-02 Sabind PCR
Sabin- .
2.5 PCR TA
VP4 PCR
VP4
PCR TA 7
Mega 5.2
7 Fy-
01 Sabin- Sabind VP4

CoxA10 VP4 5.
4 Sabin VP4-VP1 VP4
M: Marker 10 000 bp;1:Fy-01 Sabinl VP4-VP1 PCR
PCR ;2:Fy-02 Sabinl VP4-VP1 PCR ;3¢
PCR ;4:PCR

2.4 EVP4/Q8 PCR
Sabind EVP4/08 Sabind  Fy-01 VP4 -
Fy01  Fy-02 Sabin- VPI Fy-01 Sa—
VP4-VP1 bind  CoxAl0 o VP4 PCR
3 000 bp. Fy-01 Sabind PCR 5000 VP4 PCR
~6 000 bp Fy-02 Sabin- Sabin- Fy-01 Sabin-
PCR 3 000 bp CoxA10 o :
PCR GenBank VP4 PCR

BLAST Fy-01 Sabind PCR
CoxA10 o Primerprimier5. 0

| 8 GIT TAG CAT TGG GGA TGT TIT TAT CAG GAC ATC CIT GAT GGG CTC GGT GAA CIT GGA AGG GIC G AGA GAA GIC CIG
L] GIT TAG CAT TGG GGA TGT TIT TAT CAG GAC ATC CTT GAT GGG CIC GGT GAA CIT GGA AGG GIC TIG AGA GAA GIC CIG
L2 GIT TAG CAT TGG GGA TGT TIT TAT CAG GAC ATC CIT GAT GGG CIC GET GAA CIT GGA AGG GIC TIG AGA GAR GIC CIG
ES GIT TAG CAT TGG GGA TGT TIT TAT CAG GAC ATC CIT GAT GGG CIC GGTI GAA CIT GGA AGG GIC TIG AGA GAA GIC CIG
g6 G TAG CAT TGG GGA TGT TIT TAT CAG GAC ATC CIT GAT GGG CIC GGT GAA CIT GGA AGG GIC TIG AGA GAA GIC CIG
7 GIT TAG CAT TGG GGA TGT TIT TAT CAG GAC ATC CIT GAT GGG CIC GGT GAA CIT GGA AGG GIC TIG AGA GAA GIC CIG
¥Sabinl GIT TAG CAT TGG GGA TGT TIT TAT CAG GAC ATC CIT GAT GGG CIC GGT GAA CIT GGA AGG GIC TIG AGA GAA GIC CIG
2 GIT CAR AGG GGC TGA TAG TIC TCT AAT AGA ATC TAA CAC TGG TIG TGT GAA TIT CIT TIGG AIC TTG TIGT GAA GIC TIG
¥CR10 GIT CAR AGG AGC TGA TAG TTIC TCT AAT AGA ATC TAA CAC CGG TIG TGT GAA TIT CIT TGG ATC TIG TGT GAA ATIC TIG
LS TIT CGA AGC CGC GIT ACT AGC TGA ATC TCT ATA ATA ATT AAT GGT GGT GTA ATT AAT GGT AGA ACC ACC ATA CGC ICT
£3 TIT CGA AGC CGC GTT ACT AGC TGA ATC TCT ATA ATA ATT AAT GGT GGT GTA ATT AAT GGT AGA ACC ACC ATA CGC ICT
g4 TIT CGA AGC CGC GIT ACT AGC TGA ATC TCT ATA ATA ATT AAT GGT GGT GTA ATT AAT GGT AGA ACC ACC ATA CGC TICT
£S TIT CGA AGC CGC GIT ACT AGC TGA ATC TCT ATA ATA ATT AAT GGT GGT GTA ATT AAT GGT AGA ACC ACC ATA CGC ICT
g6 TIT CEA AGC CGC GIT ACT AGC TGA ATC TCT ATA ATA ATT AAT GGT GGT GIA ATT AAT GGT AGA ACC ACC ATA CGC ICT
£7 TIT CGA AGC CGC GIT ACT AGC TGA ATC TCT ATA ATA ATT AAT GGT GGT GTA AIT AART GGT AGA ACC ACC ATA CGC ICT
$5abinl TIT CGA AGC CGC GIT ACT AGC TGA ATC TCT ATA ATA ATT AAT GGT GGT GTA ATT AAT GGT AGA ACC ACC ATA CGC TICT
k2 CC& GGT AGC TGA CGC GGC GTA AGA ATC TIT ATA ATA GIT GAT GIT AGT AAA GIT TAT TGT TGA TCC TCC AGT GGC TAC
§CR1O0 CCG GGT A TGA CEC GGC GTA AGA ATC CIT ATA ATA GIT GAT GIT AGT GAA GIT TAT IGT AGR TCC TCC AGT GGC TAC
£l ATT TGA GIT TIC ATG TGC GCC CAC TIT CIG TGA TGA AAC CTG AGC ACC CAT
LE] ATT TGA GIT TIC ATG TGC GCC CAC TIT CIG TGA TGA AAC CTIG AGC ACC CAT
Be ATT TGA GIT TIC ATG TGC GCC CAC TIT CIG TGA TGA AAC CIG AGC ACC CAT
£s ATT TGA GIT TIC ATG TGC GCC CAC TIT CIG TGA TGA AAC CTG AGC ACC CAT
g6 ATT TGA GIT TIC ATG TGC &GCC CAC TIT CIG TGA TGA AAC CIG AGC ACC CAT
L ATT TGA GIT TIC ATG TGC GCC CAC TIT CIG TGA TGA AAC CIG AGC ACC CAT
$Sabinl ATT TGA GIT TIC ATG TGC GCC CAC TIT CIG TGA TGA AAC CTG AGC ACC CAT
 Fi GIT GCC AGT CIC ATG ACT ACC GGA TIT TIG CGT CGA GAC TIG AGC TCC CAT
#CR10 GIT ACC AGT CIC ATG ACT GCC GGEA TIT TIG CGT CGA GAC TTG AGC TCC CAT

5 Fy-01 Sabind VP4 PCR TA Sabinl +CoxA10 Kowalik
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Research on undetection of non-EV71 and non - CoxA16 related

HFMD pathogens identified by using VP4 gene

Mu Chaoyu Zhuang Xiaoliang Zhao Jun et al
(Dept of Microbiology Anhui Medical University Hefei 230032)

Abstract Objective To investigate the accuracy of PCR for detection of non¥V71 and non-CoxA16 by using u—
niversal primers with VP4 gene of HEV. Methods When identified by VP4 gene of EV71 and CoxA16 unrelated
HFMD two isolates of Sabind were found(such as Fy-0land Fy-02). They were identified by co-primers such as
EVP4/Q8 and specific primers of VP1 gene. Results Fy-01 isolates were appeared with an unusual frayment and
identified as CoxA10 after being sequenced and the selected independent clones were sequenced and blasted in
GenBank. It proved that both Sabind and CoxA10 existed. Conclusion Clinical diagnosis of EV71 and CoxA16
unrelated HFMD when identifying the type of HFMD pathogen only by using the amplification product of VP4 gene
after being sequenced directly is not enough especially HFMD with mixed infections caused by enterovirus.

Key words HFMD;VP4 gene;Sabind ;CoxA10



