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Tab.1 Distribution of HR-HPV infection types among married
women participating in cervical cancer screening in the Fourth
Division of Xinjiang Production Corps, 2023 —2024

HR-HPV subtype ~ Number of infections ( n) Rate of infection ( %)

16 125 2.16
18 36 0.62
31 47 0.81
33 22 0.38
35 19 0.33
39 41 0.71
45 28 0.48
51 60 1.03
52 135 2.33
56 37 0.64
58 88 1.52
59 39 0.67
66 50 0.86
68 53 0.91

2.2 HR-HPV B EBMKEHIBFR 7E 605 4
HPV JE&G B AR, HPV B — R G I o UL, 3
464 5, 7 FH MG 5 L 76. 69% (464 /605) , F—
JEYe R UL R R HPVS2. HPV @ e 4k 109
), FE BRI G v i e 18.02% (1109/605) , f# Ui
SNERISK HPVI6 F1 HPV52 . = HPV &Y% 27 #], 1E
BRE 8% e o (5 4. 46% (27/605) , f% UL %4 Sy
HPV56. DUEEERYY 5 B, 7 FH MR Ge v 5 L 0. 83%
(5/605) , %% ULF %y HPV39., UL 2.
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Tab.2 Composition ratio of different infection types

Type of infection Positive number ( n)

Common subtypes Composition ratio ( %)

Single infection 464
Double infection 109
Triple infection 27
Quadruple infection 5

HPV52 76.69
HPV16.HPV52 18.02

HPV56 4.46

HPV39 0.83

®3 HRHPV EAREFHESHHRL
Tab.3 Distribution of HR-HPV in different age groups

Age group Number of persons Positive Positive rate Single infection Multiple infection
( years) examined cases (%) (%) (%)
25-34 823 118 14.34 6 (10.44) 2 (3.89)
35-44 1 477 150 10.16 121 (8.19) 29 (1.96)

45 -54 2482 216 8.70 171 (6.89) 45 (1.81)

55 -64 1018 121 11.89 6 (8.45) 5 (3.44)
Total 5 800 605 10.43 462 (7.97) 145 (2.5)

X value 23.807 11.219 17.078

P value <0.001 0.011 0.001

%4 EFRFEHEA HRHPYV STEBHESE (o %) ]
Tab.4 Distribution of detection rates of HR-HPV subtypes in different age groups [n( %) ]

HR-HPV subtype 25 =34 ( years) 35 —44( years) 45 —54( years) 55 — 64( years) X value P value
16 32 (3.89) 40(2 71) 34 (1.37) 19 (1.87) 21.525 <0.001
18 7 (0.85) 2 (0.81) 13 (0.52) 4 (0.39) 2.820 0.420
31 21 (2.55) 7 (0.47) 8 (0.32) 11 (1.08) 41.405 <0.001
33 5(0.61) 5(0.34) 7 (0.28) 5 (0.49) 2.450 0.476
35 5(0.61) 5(0.34) 4 (0.16) 5(0.49) 5.372 0.122
39 10 (1.22) 16 (1.08) 10 ( 0.40) 5(0.49) 9.952 0.019
45 4 (0.49) 8 (0.54) 12 (0.48) 4 (0.39) 0.315 0.978
51 14 (1.70) 13 (0.88) 19 (0.77) 14 (1.38) 6.824 0.078
52 20 (2.43) 24 (1.62) 58 (2.33) 33 (3.24) 6.988 0.072
56 3 (0.36) 6 (0.41) 14 (0.56) 14 (1.38) 11.166 0.011
58 15 (1.83) 14 (0.95) 38 (1.53) 21 (2.06) 5.750 0.124
59 3 (0.36) 9 (0.61) 1(0.85) 6 (0.59) 2.482 0.479
66 12 (1.46) 8 (0.54) 14 (0.56) 16 (1.57) 13.772 0.003
68 5(0.61) 22 (1.49) 19 (0.77) 7 (0.69) 7.437 0.059
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®5 HRHPV BRHBEESH [n( %) ]
Tab.5 Univariate analysis of HR-HPV infection [n( %) |

Variant HR-HPV positive HR-HPV negative X value P value
BV 10.658 0.001
+ 72 (11.90) 416 (8.01)
- 533 (88.10) 4779 (91.99)
TV 6.944 0.008
+ 14 (2.31) 56 (1.08)
- 591 (97.69) 5139 (98.92)
VVvC 1.813 0.178
+ 35 (5.79) 237 (4.56)
- 570 (94.21) 4958 (95.44)
MPC 3.307 0.069
+ 63 (10.41) 428 (8.24)
- 542 (89.59) 4767 (91.76)
Other reproductive tract infections 1.247 0.264
+ 22 (3.64) 147 (2.83)
- 583 (96.36) 5048 (97.17)
%6 HR-HPV Bp) £ E & Logistic [ 35347
Tab.6 Multivariale Logistic regression analysis of HR-HPV infection
Variant B SE Wald OR 95% CI P value
TV 0.792 0.302 6.862 2.208 1.221 -3.993 0.009
BV 0.444 0.136 10.730 1.560 1.195 -2.035 0.001

HR-HPV = 5. HPVI6 . HPV58. HPV52 . HPV33
F1HPVS3" FiE N Hb IX 5% UL i HR-HPV 56 PR 1
W HPVS2 . HPV58 HPV53 HPVI6 il HPV39'"Y 4 18
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e 5 0k VR TR A 255 5 R KT AN ) g i
PRTR A A TG 2T B 25 A A R o SER W 45 s IX
HR-HPV {37 A1 53 A5 SRS D, % 5 29006 1 5 10
iy 55 TR S i A B A HE M R R X,
A L R T A R L T A S A O
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ARYR R AL B B s A 7 R 1A DU O 4
HR-HPV =%y i — Ak e | — o Jik gL 2 22 o Jak L
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AT HR-HPV SR ()46 R AT — 8 1 25 51, 3X
AT RE S R RIAEIE 1 Lo MR KA 2200, BT HL
TRE S R 2L T A X . REAEI B &
PRI 2o A R BT “U 7 B AR 4k, 25 ~ 34 B 4ok
() HR-HPV JERYL R A5 5, AT AE S T3 M AE i B
LR AL TR 15 BRI L A T T A, T RE 8
fefi7 HR-HPV 82 KU > o Hoh 55 ~64 %
VAR B HR-HPV B R 55 i) g 2 K R kA ]
FE A FE B PR R (st () S, B AILRE I i A

PE RS EN TR0, ATk IR 3 5 IR B 1 R
A PRI T 25 ~ 34 % Lok R A fk 2
BT HPV R Rl FAR 2y 08 6 KU s X
T 55 ~64 B L MR MR HPV i #5458, %t T2

Ze s e HPV IS Lo vk, 1 UL AT 87 OF
T I AT I S BT, S 0 4 R 200 -
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o ARRMFE ARG BV Fl TV 2y HR-HPV gk
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SR T AR B, SR SR VR A 1 T HR-
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i R TR, H T T 2 RO A 1 R D3
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Status of highrisk HPV infection and its relationship with

vaginal infectious diseases
Bai Maochao', Wang Yan?, Li Fanka®, Wang Hua*, Guo Yan', Zhang Hui’
( 'School of Public Health, Xinjiang Medical University, Urumqgi 830011; *Office of Tumor Prevention and
Research, Xinjiang Medical University Cancer Hospital , Urumgi  830011; *Disease Prevention and Control
Bureau of Xinjiang Production and Construction Corps, Urumgi 830011; *Dept of Public Health, Fourth
Division Hospital , Xinjiang Production and Construction Corps, Kokdara 835000; °Dept of Maternal and
Child Health, Center for Disease Control and Prevention, Xinjiang Production
and Construction Corps, Urumqi 830011)

Abstract Objective To investigate the high—isk human papillomavirus ( HR-HPV) infection and its relationship
with vaginal infectious diseases among women and to provide a basis for the prevention and control of cervical canc—
er among women in this region. Methods Uterine exfoliative cells and vaginal secretions were collected from
women aged 25 — 64 years in the resident population ( =6 months of residence) who participated in cervical cancer
screening and human papillomavirus typing and vaginal microecology tests were performed to compare the status of
HPV infections in different age groups. The study subjects were divided into HR-HPV —positive and HR-HPV-nega—
tive groups according to whether HR-HPV infection was detected or not, and multifactorial Logistic regression anal—
ysis was used to explore the relationship between HR-HPV and vaginal infectious diseases. Results The HR-HPV
infection rate of women in this study was 10.43% , and the HR-HPV infection rate of each age group was 14. 34%

from 25 to 34 years old, 10. 16% from 35 to 44 years old, 8. 70% from 45 to 54 years old, and 11. 89% from 55
to 64 years old, and there were differences in the infection rate of HR-HPV among different age groups ( P <

0.05) . Among HR-HPV, HPV52, HPVI6, HPV58, HPV51, HPV68 were the most common, with 76. 69% of sin—
gle infections, 18.02% of dual infections, 4.46% of triple infections, and 0. 83% of quadruple infections. HR-
HPV single infections and multiple infections were prevalent in the age group of 25 — 34 years old and 55 — 64 years
old. HR-HPV mono-infection and multi-infection rates were statistically different between age groups ( P <0. 05) .

The infection rates of bacterial vaginosis ( BV) and trichomoniasis vaginitis ( TV) were higher in HR-HPV positive
patients ( P <0.05) . Logistic regression analysis showed that the infection rates of BV ( OR =1. 560, 95% CI:

1.195 -2.035) , TV ( OR =2.208, 95% CI: 1.221 —3.993) were risk factors for HR-HPV infection ( P <

0.05) . Conclusion 1In the screened population of the Fourth Division of Xinjiang Production and Construction
Corps, HR-HPV mono-infection is the most prevalent type. Women aged 25 —34 and 55 — 64 years old show higher
rates of HR-HPV infection. The most common HR-HPV genotypes, in descending order, are 52, 16, 58, 51, and
68. BV and TV are the two major risk factors closely associated with HR-HPV infection.
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