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BEI T A AR R ], R e S USRI R A
2PYNAYT I HIBCR HAbE e s . @ X HRZHZAA
Bt : T g AR JC I 8 Y B AN 325 i 1 i B S
L s To R e s R B R et B pylori 15 R
BIT . BRAFE O ARUESS , IR 51 25 Fi
X EEH BT A REAS Y D A0 Sk T F AR 5 4R R DU
NBE, B3 Rk S HAB R EEE . iS5
KE B MG R E B Z R Sk B A B B o
e PRZ: o i Al o SRR 5 S T A
1K 2021 %5 (006) 5,

1.2 Fik

1.2.1 SNP fik  AHFFE S SCHRD 7 A 3k i
ety 4 5Pt T i SCBAMERT TR ALOXIS £ [H
ff) SNP i 45, 4% %1 A rs2619112 1s2619118
12664593 157220870, X 4 4~ SNP 7E H1 UK A HE
iR/ NEALEE R > 0. 05,

1.2.2 H. pylori Btem  “CHRCHIIREIFSIR
55 (urea breath test, UBT) &l si & H. pylori ;=4
(IR R BT A IR 2 77 HE 1 CO, SMAORFNBT H. py-
lori JEYLAELL T 1M 37 WK B 932 W B 1056 (enzyme-
linked immunosorbent assay, ELISA) Jg& i i & il A
MLE RPT H. pylori 5557V 106G LKA 73, LLVEAS
TG H. pylori'® , ABFFE UL WA 5 12460
B X R H. pylori WYL E B, I HL GRS T
A — MR M RR R E N H. pylori YL BAM:, BE
PRI v %65 45 AR IR ECA IR R AE 7= M C
UBT X5 &AM H. pylori BRYLIE DL, 45 B HE T
PR G RERREA T C R S5 R LUy
#3154 ( counts per minute, CPM) &/~, 24 CPM =
50 Z55LH15E S B M ; CPM <25 25 5402 Sy B 25
<CPM <50 &5 RNAHE, 28R M A 15 A P
FARAFATHIN H. pylori 1gG PR & A6
H. pylori JEHLIEL . 45 R A E Ir B an s S FHHEXT
BRI 6 BE (optical density, OD) “F#J{E AL T
0. 8, [FFEAMEXT IR OD 2 AH L 0.2 B, I
LA RN E WA AL, AR OD {H < Cut off {H,
g B 5 A B B OD > Cut off {8, 45 53 5E
HBAPE (Cut off = BAPEXT -3 OD {H +0.25) .
1.2.3 AR AOFERHIE G R -
FR il - B+ B £ 57 (polymerase chain reaction-
restriction fragment length polymorphism, PCR-RFLP)
T XSRS A AT HE PRI AG I SR ] AR A=
PERHE A B WA 7 B9 N I R 2H DNA 42 50
FEFEI 2 mL EDTA-K, Prtil i) 4FEF 41 DNA,

SNP i i SS9 i Primer 3 7E£R W vl % 1191
A TAEY TRARRA Al ZR 4, SRR
PCR J7 ¥4 147153 H i DNA, PCR J2 v 5514 45—
TP B .94 °C .5 min; 5f “FF B .94 °C 30 5,60 °C
5759 °C 30 5,72 °C .60 s, H: 30 FHI; 45 = FeF B,
72 °C 5 min, PR HBRGIMEN U 530X ALOX15
1s2619112 1s2664593 152619118  rs7220870 (1) H 1)
DNA #A7HEE Y], B OIS AR RIBAI BSOS TCE T
R4 P 0 il e o S 17 I FE UL 50 min, TR
PCR RN AR RFEFUIMAZR IR 1, 55w vl =)
AT BN AREE S HE Yk, 8 i Tanon4200 k% & 6L
BAL BRG] R B R/ TR R B R A 3% 2 3
M T PCR 5IWFH | R 1S R B
IR A DDl A A | B vy Ui BE S VI S R B
B, PCR SR HE ok & 00 1T 1, il 10 s g EE Ok 1T AL
K2,

#1 PCR R RN&EZMEYIEZR

Tab.1 PCR reaction system and restriction enzyme digestion system

PCR reaction  Enzymatic digestion
Item

system (L) reaction system (L)

Total volume 25.0 10.0
2 x Taq PCR master mix 12.5 -
Upstream primer (5 pmol/L) 1.0 -
Downstream primer (5 pmol/L) 1.0 -
DNA template 2.0 -
ddH, 0 8.5 6.8
10 x NEB buffer - 1.0
Restriction enzyme - 0.2
PCR products - 2.0

1.3 Sit#4bs8  RJH SPSS 20. 0 BF AT 4T
25T o SR Pearson x* K5 43 B 1A 95 4] 2 F
X REAH R 3 A AT T 22 5, SR I SRR AS o A 38 0 A
AFE TE M 191 28 F0OXE BRZE 0 G e A E 25 . R
Pearson x> I IIIE ALOX15 A[a] SNP 437 5 Y 3 [
B S 5456 Hardy Weinberg A7, R FHAE S
PE Logistic [FIHZHTRITH 4 T st (L5181 T & B[]
AU AR (OR) B3 95% AR X 18] (95% CI) ., 3
DL 3 £ B E ) ( Bayesian information criterion,
BIC) 5 W A5 B o D) ( Akaike information criterion,
AIC) KPP e it A i i), M SHEsis 728t
% ALOX15 JE[K SNP (4 SR RS | [ 4347 5 4k
BEV B A H. pylori JEY A SCHE, FIHIT X2
F [ 4 15 ( generalized multifactor dimensionality
reduction, GMDR) 73#H714% SNP 1 s 8] (938 AR 5
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&2 &SNP LA5I#FSI PCR REGREMY EHA RKE RESAVIEBHE RNBEERBUERFBRAIKE

Tab.2 Primer sequences of each SNP locus, PCR reaction temperature and length of amplified fragments,

types of restriction endonucleases, reaction temperature, and lengths of fragments after restriction enzyme digestion

Amplification Restriction Digestion Fragment of
Amplification
SNP Primer sequence (5'-3") length enzyme temperature restriction enzyme
temperature ( °C)
(bp) (U/plL) (C) digestion product(bp)
152619112 F. GTTGCATCCTTGGTGGTTG 60 393 ALwN I 37 AA:393;
(10) GG:105/288
AG:105/288/393
R: TCTTTCTCGCCCTTGTTCTC
152664593 F. CCAATCAACTCCGCCTACC 59 249 Hae Il 37 CC:249;
(20) GG.71/178
CG.71/178/249
R: GCCCAAAGTCCGTGGTACA
152619118 F. CTCAGGGACTTCCTCAGTCCT 60 200 Hha [ 37 TT.200;
(20) CC:91/109
CT:91/109/200
R: CTCCCAGTCTCTGGCTTTTG
57220870 F. AGAGCTTCAAGGGGCAGAAT 60 248 Avall 37 AA .248;
(10) CC:108/140
AC:108/140/248
R: CGTGCGTTTAGATGGAGGTT
bp M I 2 3 4 5 6 71 bp bp M 1 2 4 s 6 7 bp bp M I 2 3 4 5 6 71 bp
500
500
500 400
400 393 400 300
300 300
% 200 249 150 200
g
50 100 50
50
bp M 1 2 3 4 5 6 7 bp
1 ALOXI15 ERE SNP rs2619112 152664593 . rs2619118 ,rs7220870 PCR 7= 2 ik &
Fig.1 Electrophoresis of PCR products of ALOX15 500
rs2619112 ,rs2664593 ,rs2619118 , rs7220870 400
300
M: 50 bp ladder; Al —6: PCR product of SNP rs2619112; Bl - 6: PCR product of 200 248
150
SNP 1s2664593; C1 —6: PCR product of SNP rs2619118; DI - 6: PCR product of SNP 100

rs7220870; A7, B7, C7 and D7 Negative controls.

JETEITE AN H. pylori YL R,

2.1 WARMKE—MIBER A1 2 AT
RZH A7t Rl o Al 22 S R Ge it T L3k 3,
X460 X} BMAAAEARTEAT H. pylori KU, Hr H.
pylori FHYEAEAS 195 1], BHIE %0 42.4% . H. pylori
FHPELL AT H. pylori B 41 A8 41 68 A 501 40 A 22 5

50

TGt L, k4,

2.2 ALOXI15 E[E SNP 5 H. pylori B XU i)
EP k3

2.2.1 ALOXI1S5 % B & SNP 5 H. pylori B3 R 4
8 % B M ALOX15 1s2619112, rs2664593 .
152619118 157220870 113 A BIAE H. pylori BHYEZH
FH. pylori BIVELHH 73 41 9555 Hardy Weinberg 1
17 . R FH Pearson x* K 56 43 #7 & 75, BT 56 SNP A9 3



- 1868 - FMBERKFFE® Acta Universitatis Medicinalis Anhui 2025 Oct;60(10)

bp M 1 2 3 4 5 6 7 bp bp M I 2 3 4 5 6 71 bp bp M 1 2 3 4 bp
500
500
400 393 400
300 288 500 300
200 400
150 200 200
100 105 300 249 750
50 29 178 100 199
100
71 50
50
bp M 1 2 3 4 bp

2 ALOX15 E[H SNP rs2619112,rs2664593 . rs2619118 ,rs7220870 Eg 11741 & ik Bl
Fig.2 Electrophoresis of digestion products of ALOX15
rs2619112,rs2664593 ,rs2619118 ,rs7220870

M: 50 bp ladder; Al digestion products of SNP rs2619112; A2 -3 ,4 -5,6 -7 .SNP
rs2619112 AG,GG,AA genotypes; Bl: PCR product of SNP rs2664593; A2 -3.,4 -5,6 -
7: SNP 152664593 GG, CC,CG genotypes; Cl: PCR product of SNP rs2619118; C2 -3 ,4 — 139
5,6 =7 :SNP rs2619118 CC,CT,TT genotypes; D1: PCR product of SNP rs7220870; D2 — 30
3,4-5,6-7:SNP 157220870 CC,AC,AA genotypes.

x3 MRAMBHAARHR—RER[n(%) ,x 5]

Tab.3 General information of the research subjects in the control group and the case group[n(% ) ,x +s]

248

140
108

Variable Type Control group(n =460) Case group(n =458) x* value t value
Gender Male 323(70.2) 327(71.4)

Female 137(29.8) 131(28.6) 0.155
Age Age range( Years ) 22 -95 25 -89

Average age( Years ) 61.93 +11.484 62.02 £10.110 0.131

*4 H. pylori FREBFAEARTIHE—BIER [ n(%) ,x =]

Tab.4 General information of the research subjects in the H. pylori* positive group and the H. pylori ~ negative group[ n(% ) ,x +s]

Variable Type H. Pylori™ (n=265) H. Pylori* (n=195) x? value t value
Gender Male 187(70.6) 136(69.7)

Female 78(29.4) 59(30.3) 0.036
Age Age range( Years) 25 ~93 22 ~95

Average age( Years) 61.57 +12.104 62.42 +10.593 0.777

PRI Y RN S FE UK AE H. pylori FHYEZHAN H. pylori
I R 25 57 g1 24 (P >0.05) . RAAEE
ZAHPE Logistic B0 M BN, 76 4 st (A BRI
ALOX15 12619112 .rs2619118 ,rs2664593 157220870
Y15 H. pylori JEYLTCAHM:, WS,

2.2.2 ALOXI15 #4kA 5 H. pylori B 3 X T4 %9 48
%W UL H. pylori J& Yy 45 Jry 48 5 X ALOXI15
1s2619112 . 1s2619118 , 1s2664593 , 157220870 F4 £
PRRL IR R 5 A (R <3% Ait) 1945 H.
pylori JEYLTCAH KM, WK 6,

2.2.3 SNP-SNP xf s [T8RAF B 69 X ZAF A &
M ALOXI5 1s2619112, rs2619118 , rs2664593

157220870 Z ML BAEH S H. pylori W4 JCAH
Kk, WK,

2.3 ALOX15 E[HE SNP 5351 B E L % XK
EP i

2.3.1 ALOXI15 A F & SNP 5 4E 35111 § /8 £ 9m K
Fewy A8 % M ALOXIS 1s2619112 rs2619118
152664593 rs7220870 [ 3 [K 8 43 A £ X} 18 2H 1
Bl 40 ¥ £F A& Hardy Weinberg ¥ fj, ALOX15
152619112 . rs2664593 157220870 HAETT ] B H &
9o KU T A SE M. 12619118 {57 15 7 [ 1tk 01 e 1 1
WA SAETE]H i i A& KU AH G, = g
PRI A A Sy fe A st AL B TR B PE BB BT
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&5 &SNP 5 H. pylori BRI KX
Tab.5 Correlation between each SNP and the risk of H. pylori infection

) H. pylori~ H. pylort*
SNP Genetic model Genotype OR(95% CI) P value AlC BIC
rs2619112  Co-dominant GG 82(30.9) 69(35.4) 1 634.294  650.819
AG 135(50.9) 86(44.1) 0.757(0.498 —1.152) 0.194
AA 48(18.1) 40(20.5) 0.989(0.583 - 1.677) 0.966
Dominant GG 82(30.9) 69(35.4) 1 633.386  649.911
AG + AA 183(69.1) 126(64.6) 0.818(0.552 -1.211) 0.316
Recessive GG +AG  217(81.8) 155(79.4) 1 633.984  650.509
AA 48(18.1) 40(20.5) 1.165(0.729 -1.859) 0.523
Hyper-dominant GG + AA 130(49.1) 109(55.9) 1 632.296  648.821
AG 135(50.9) 86(44.1) 0.760(0.524 —1.103) 0.148
152664593 Co-dominant cC 181(68.3) 136(69.7) 1 634.286  650.811
G 75(28.3) 53(27.2)  0.942(0.621 -1.429)  0.777
GG 9(3.4) 6(3.1) 0.903(0.313 -2.603) 0.851
Dominant CC 181(68.3) 136(69.7) 1 634.291  650.816
CG +GG 84(31.7) 59(30.3) 0.938(0.628 —1.400) 0.753
Recessive CC +CG 256(96.6) 189(96.9) 1 634.365  650.890
GG 9(3.4) 6(3.1) 0.919(0.321 -2.631) 0.875
Hyper-dominant ~ CC + GG 190(71.7) 142(72.8) 1 634.321  650.846
CG 75(28.3) 53(27.2) 0.946(0.625 -1.432) 0.792
rs2619118  Co-dominant CC 67(25.3) 50(25.6) 1 634.371  650. 896
CT 147(55.5) 105(53.8) 0.953(0.611 —1.485) 0.830
TT 51(19.2) 40(20.5) 1.050(0.603 - 1.828) 0.862
Dominant cc 67(25.3) 50(25.6) 1 634.380  650.904
CT+TT 198(74.7) 145(74.4) 0.978(0.639 —1.495) 0.917
Recessive CC +CT 214(80.8) 155(79.5) 1 634.270  650.795
TT 51(19.2) 40(20.5) 1.086(0.683 -1.727) 0.728
Hyper-dominant CC+TT 118(44.5) 90(46.2) 1 634.254  650.779
CT 147(55.5) 105(53.8) 0.932(0.643 —1.352) 0.712
157220870  Co-dominant cC 180(67.9) 138(70.8) 1 633.644  650.169
AC 77(29.1) 54(27.7) 0.918(0.607 - 1.389) 0.686
AA 8(3.0) 3(1.5)  0.493(0.128 -1.897)  0.304
Dominant CC 180(67.9) 138(70.8) 1 633.988  650.513
AC + AA 85(32.1) 57(29.2) 0.878(0.587 - 1.314) 0.527
Recessive CC+AC 257(97.0) 192(98.5) 1 633.309  649.834
AA 8(3.0) 3(1.5)  0.506(0.132-1.934)  0.319
Hyper-dominant CC + AA 188(70.9) 141(72.3) 1 634.297  650.822
AC 77(29.1) 54(27.7) 0.938(0.621 - 1.416) 0.761

®6 ALOXIS B{EE5 H. pylori BEHIMEX M
Tab.6 Correlation between ALOX15 haplotypes and H. pylori infection

Haplotype H. pylori~ [n(% )] H. Pylori* [n(%) ] OR(95% CI) P value
ACCC 204.97(38.7) 139.20(35.7) 0.888(0.675 -1.168) 0.394
ATCC 15.51(2.9) 17.50(4.5) 1.570(0.782 -3.153) 0.201
GCCC 68.16(12.9) 53.92(13.8) 1.097(0.746 —1.612) 0.638
GTCC 144.33(27.2) 112.33(28.8) 1.093(0.815 - 1.466) 0.551
GTGA 77.75(14.7) 50.21(12.9) 0.866(0.590 -1.270) 0.460

TT HFBIME T CC + CT RFA R ZIETLT 12619112 12619118, 152664593 | 157220870 F4) £ H1
B ) KR AR R, L& 8, PRA e 5 AR (R < 3% ANit) , H
2.3.2 ALOXIS B4R 5EF TR RBARRIGH  ACCC PRI AT TR BT 1] B R 89 & K, I
Ak DVAETE] B oA 45 R A8 X ALOX15S 3R 9,
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%7 SNP-SNP ¥t H. pylori B K% BEAE S #T
Tab.7 Analysis of the interaction of SNP - SNP on H. pylori infection

Model Training accuracy Testing accuracy CV consistency P value
rs2619118 0.534 2 0.534 8 10/10 0.171 9
1s2619112-1s2619118 0.551 0 0.506 8 9/10 0.377 0
1s2619112-rs2664593-rs2619118 0.562 2 0.462 6 9/10 0.9453
1s2619112-rs2664593-rs2619118-1s7220870 0.568 6 0.438 6 10/10 0.989 0

®8 &SNP 5HRITEELFXKEEXE

Tab.8 Correlation between each SNP and the risk of non - cardia gastric cancer

Control group Case group
SNP Genetic model Genotype OR(95% CI) P value AIC BIC
(%)) [n(%)]
rs2619112  Co-dominant GG 151(32.8) 171(37.3) 1 1277.638 1296.927
AG 221(48.0) 214(46.7) 0.854(0.640 -1.140) 0.284
AA 88(19.1) 73(15.9) 0.730(0.499 —1.067) 0.105
Dominant GG 151(32.8) 171(37.3) 1 1278.360 1 297.648
AG + AA 309(67.1) 287(62.6) 0.819(0.624 -1.074) 0. 149
Recessive GG + AG 372(80.8) 385(84.0) 1 1278.785 11298.074
AA 88(19.1) 73(15.9) 0.799(0.568 —1.125) 0.199
Hyper-dominant GG + AA 239(51.9) 244(53.2) 1 1280.283 1299.571
AG 221(48.0) 214(46.7) 0.949(0.732 -1.229) 0.690
1s2664593  Co-dominant cc 317(68.9) 294(64.2) 1 1277.575 1296.864
CG 128(27.8) 142(31.0) 1.198(0.899 - 1.596) 0.217
GG 15(3.3) 22(4.8) 1.576(0.802 -3.097) 0.187
Dominant cc 317(68.9) 294(64.2) 1 1278.124 1297.413
CG + GG 143(31.1) 164(35.8) 1.238(0.940 - 1.629) 0.128
Recessive CC+CG 445(96.7) 436(95.2) 1 1279.050 1 298.339
GG 15(3.3) 22(4.8) 1.491(0.763 -2.914) 0.242
Hyper-dominant ~ CC + GG 332(72.2) 316(69.0) 1 1279.299 1298.588
CG 128(27.8) 142(31.0) 1.168(0.879 -1.552) 0.285
rs2619118  Co-dominant CcC 117(25.4) 117(25.5) 1 1277.938 1297.226
CT 252(54.8) 217(47.4) 0.864(0.631 -1.183) 0.361
TT 91(19.8) 124(27.1) 1.371(0.943 -1.992) 0.098
Dominant cc 117(25.4) 117(25.5) 1 1280.442 1299.730
CT+TT 343(74.6) 341(74.5) 0.997(0.740 —1.342) 0.983
Recessive CC+CT 369(80.2) 334(72,9) 1 1 273.506 1292.794
TT 91(19.8) 124(27.1) 1.512(1.110 -2.060) 0.009
Hyper-dominant CC+TT 208(45.2) 241(52.6) 1 1 275.414 1 294.702
CT 252(54.8) 217(47.4) 0.743(0.573 -0.964) 0.025
157220870  Co-dominant cc 318(69.1) 298(65.1) 1 1277.616 1 296.905
AC 131(28.5) 140(30.5) 1.143(0.859 -1.522) 0.360
AA 11(12.4) 20(4.4) 1.932(0.910 -4.103) 0.086
Dominant cc 318(69.1) 298(65.1) 1 1 278.692 1297.981
AC + AA 142(30.9) 160(34.9) 1.204(0.914 -1.587) 0.186
Recessive CC +AC 449(97.6) 438(95.6) 1 1277.702 1296.991
AA 11(12.4) 20(4.4) 1.856(0.878 -3.921) 0.105
Hyper-dominant ~ CC + AA 329(71.5) 318(69.5) 1 1279.935 1299.224
AC 131(28.5) 140(30.5) 1.109(0.835 -1.473) 0.477

2.3.3 SNP-SNP sF3E 3% 17 B 5% £ % K49 2 24
Ao FEAEBET]E 9 & XU, rs2619112 Fil
12619118 1 B ag AR A 5 AE B8] B 9 & KU BRICT 2 — PRk A1 1 B Tk A Akt e
X, W10, EV-SiOE i Y A = Wt i I A =R R 7Y
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F9 ALOXI15 £4E 557 BE A H R RHE X E
Tab.9 Correlation between ALOX15 haplotypes and the risk of non - cardia gastric cancer
Haplotype Control group[ n(% ) ] Case group[ n(% ) | OR(95% CI) P value
ACCC 344.07(37.4) 296.17(32.3) 0.807(0.664 —0.980) 0.030
ATCC 32.96(3.6) 46.22(5.0) 1.445(0.915 -2.282) 0.113
GCCC 122.28(13.3) 139.34(15.2) 1.184(0.910 - 1.541) 0.207
GTCC 256.61(27.9) 236.02(25.8) 0.907(0.736 -1.117) 0.357
GTGA 127.60(13.9) 154.10(16.8) 1.272(0.985 - 1.643) 0.065
%10 SNP-SNP MIEHEITBELFEREEZEIER S
Tab.10 Analysis of the interaction of SNP - SNP on the risk of non-cardia gastric cancer
Model Training accuracy Testing accuracy CV consistency P value
152619118 0.5393 0.512 8 10/10 0.1719
1s2619112-1s2619118 0.552'1 0.547 7 10/10 0.001 0
1s2619112-1s2664593-1s2619118 0.565 8 0.540 6 8/10 0.054 7
1s2619112-1s2664593-152619118-rs7220870 0.574 4 0.5370 10/10 0.054 7

RS ARFHT LS R, A Sk a8 ST A K
25N 5 B2 G597 LTS B IR OG
ALOXI15 /2 FERIE T G L I 22— HaT DL 2
SR B R AR BRIE T . R A DG AT 4 40
FIANBA miR-522 J2& ALOX15 BIWAEINH1 5], & nf
DL L ALOX1S (a2 84 B @ 40 i kst T,
e RS MR TR R 28 2 BE O ARk A g
W AFSE ALOX15 % BGC823 42k vE T A1 it
7 i R ALOX1S B8 238 K] DL g it B
R AET- M KA, I, ALOXIS EEH AT RS
) A R R B UIAH OG22 B s 78 Fisi AL 27
FLGEFEN AT M DNA 21455 ALOX1S 3%
NS5 AETETT B LI H. pylori &3 1Y FH
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EARMSE X R IAG ) H. pylori FHPEREAS
195 9], PHHER Ky 42. 4% , —TZi4 T HE 1990—
2019 4F[H] 412 TAF5E 252250 B o, T ELCEE H.
pylori JEYL R Yy 44, 2% | Fob N 58 7y b [X ) ek e
RN 41% P ARG MR A 4 R
FEAR—F, AR R A T v KA 15 S A R TR T B
S — YR 25, AW T #ERARAS Ho pylori
YRR T R IR B G R, o UBT Hig
Rl H. pylori B ERSZIERYY |1 5 5% Z2 Tl K £ 1) 5%
M), ELISA i B8R BE nT LI I B S gk oy, SLn] LUK
DBEAEIER G, FAN 32 5 A3 i Ande A & s, (5
SETE H. pylori MR IAERGL rf | o FHUMAR R 1k 24 I
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1s2619118 i T ALOX15 N & T X, ARHF5E
FHH,TT JER R HE 7 L CC + CT SE R R 3447
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D] 2 e DR B0 ok e A B A e o B9 14 8 ST i 6 TR
PEH 12507 2 DR ) P A 0 1 R RO A S R
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An association study between ALOX15 gene polymorphisms

and non-cardia gastric carcinogenesis
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Abstract Objective To explore the association between single nucleotide polymorphism (SNP) in the arachido-
nate 15-lipoxygenase ( ALOX15) gene and Helicobacter pylori ( H. pylori) infection as well as the risk of non-cardi-
a gastric cancer in Baotou Han population, and to provide experimental evidence and data support for the screening
of susceptible population for non-cardia gastric cancer. Methods A total of 458 cases with non-cardia gastric canc-
er and 460 healthy examination people were collected. The "*C urea breath test (UBT) and enzyme-linked immu-
nosorbent assay ( ELISA) were used to detect H. pylori infection in the 460 healthy individuals. The genotypes of
ALOX15 rs2619112, rs2619118, 1s2664593, 157220870 were detected by polymerase chain reaction-restriction
fragment length polymorphism, and the association of SNP with H. pylori infection as well as the risk of non-cardia
gastric cancer was statistically analyzed. Results The positive rate of H. pylori infection was 42. 4% . ALOXIS
rs2619112, rs2619118, rs2664593, and rs7220870 had no association with H. pylori infection. ALOXI15
rs2619112, rs2664593, and rs7220870 were not associated with the risk of non-cardia gastric cancer. Compared
with the carriers of (CC + CT) genotype, the carriers of rs2619118 TT genotype had an increased onset risk of
non-cardia gastric cancer [ OR (95% CI) =1.512 (1.110 = 2.060) ]. The haplotype ACCC constructed by
ALOXI1S5 12619112, 12619118, 12664593, and rs7220870 could reduce the onset risk of non-cardia gastric
cancer. The second-order interaction of ALOX15 rs2619112 and rs2619118 was associated with the risk of non-car-
dia gastric cancer (P <0.05). Conclusion ALOX15 rs2619112, rs2619118, rs2664593, rs7220870 may not
play a major role in H. pylori infection. ALOXI1S5 rs2619118 TT genotype is a risk factor for the development of
non-cardia gastric cancer. The haplotype ACCC constructed by ALOX15 rs2619112, rs2619118, rs2664593, and
rs7220870 reduces the onset risk of non-cardia gastric cancer. The interaction of ALOX15 1s2619112 and
rs2619118 has a synergistic effect in the development of non-cardia gastric cancer.

Key words non-cardia gastric cancer; Helicobacter pylori; arachidonatel5-lipoxygenase; single nucleotide poly-
morphism; genetic susceptibility; association study
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