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WE BRI B TRIM28 764 M3 B ZPEBEPE (A 1005 (AML) 5 9 2 5 S H 5 I PRES A A 100U B9 AR &2, 91 F1
/NTHE RNA F AR — 2B R0 TRIM28 357K 4T AML A S 58 MM T- A58 . ik dlad RiE 7 0BT GSE34577 Bl 4R % L
TEF AKCE M3 5 AML SR TRIM28 3235 . FFUlcge R M3 A1 AML A4 B 25 I R REAS | S FH S 9¢ Y6 4 PCR (gPCR) K TRIM28
FEAE M3 B AML fB 35 B9 R K, IE M 5 1 PR AR B9 AR G 7 3 S WS o AR/ F 3B AR DL 85 AR AML 41
(HL60 41 s 72 ) i TRIM28 /K-, I F CCK-8 Fli = 241 M A 43 JAS: T 4t B 3 58 RN 9R T 0L o S5 5R TRIM28 75 I R FE A4S Fi
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2Pk B8 PE A I 5 (acute myeloid leukemia,
AML) 52— £ ok P A4 3 11 200 A 1) AR s e 1
PRI, HARR I 2 B DA 5 200 ) PR 48 5 T () 1)
PRI, BRI SEAE AR . REREEEA 8 T £
AFBET AML, 3 M 2 BE 54 5 1 2 19— FR 50 i 28
PR FEAE T AR R IR YT T BOA Wy
A M3 B AML7E IR IR C A B4R Y7 7 58 B 0158
4 2% f# (complete response, CR)ZR1]i590% VL I ,{H
ek M3 B E TS A AR R ZHUR F AR AR T
I 2 52 MY , B 20 17 i JRe A A ) TRt i A
RN A Rt — D IR

= & 7 % 1 (tripartite motif-containing protein,
TRIM) i — Rt b BRSSP & 5, £ e
A W B B, A 2 A R ORI AR Ak LA
L e A A A — R 90 DR 2R R e o 20 i Ok A
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WFFEBGERMIFIE 42350 H (455 :20232hyx-B0O8)
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B4k TRIM28, Xk KRAB A 3¢ % 11 1 (KRAB-
associated protein 1 , KAP1) "', /& TRIM ¢ ji% (1Y) & %
B 5Y o TRIM28 78 it T 40 i K 22 B fifgeg v 2235 7
(SRR B (S & R A A N A 2 ]
AE, WA IS A BUA TR A o SR
S AER I TRIM28 A3l M3 81 AML 5 # il 35K
S HERITHAE AR M3 B AML TS 5 X

1 HRSE

1.1 BRI A 202044 A 2 202546 A 1
LRBER R 755 M s BE B i2 W A E M3 AL AML i1
H& 75 0, 4 53R I7 JC 2% f# (non-remission, NR)
HRPAZR L, TR IEARAG P e ke . ER 20
181] B R K A JC 7 5 1Y B PE 23 ML (iron: deficiency
anemia, IDA) B EHAE R 1IE & X OB SEPR A . AR ¥
WHO (2016) MICM 4325 2 K 1Y) £ 2 53 1 0112 (new
diagnosis, ND).CR %ﬂﬁ?’ii"&‘iﬁ‘(relapsed refractory,
RR). XEEEHWIEAMImIRTE R R 1, AWFs
LRUBE R 2255 8 B2 B B2 2 mE SR Ae B2 B 2%
(IRB) #t fE (SL-YX[YS]2023-SZR 039) . i H 55
WESE 0 R H %8 TR

1.2 FERKFSMEE 1640 RPMI G F 5 ( L
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Tab.1 Characteristics of non-M3 AML patients
State of disease at sample draw IDA ND CR RR
Number of patients (n) 20 27 15 29
Male n (%) 8 (40.00) 12 (44.44) 6 (40.00) 14 (48.28)
Female n (%) 12 (60.00) 15 (55.56) 9 (60.00) 15 (51.72)
Average age [ Mean (Range ) ] 46.2 (35-68) 59.1 (20-85) 52.2 (16-72) 51.2 (16-82)

PR A R e A1 BR A /D, 4845 L210K)) |, 4 il
SRNA PRER R F & () NS R AR S A R
A, 555 . 400-100) , ToloScript All-in-one RT Easy-
Mix for qPCR.2 x Q3 SYBR qPCR Master Mix (Uni-
versal) ( Lt g YR E AR AR, 5.
22107.22204) , BCA 4 115 & 1071 & . CCK-8 i 7
& (LR R RAEMHARAGRRAE], 5245 : P0010S.,
C0041) , ECLAk %5657 (5 |8 Thermofisher 23w ,
525 :34577) , AnnexinV-APC/PT XYL 4 Jio 5 T 46 ]
WA & (g D AE YR A R A R, 985 : BB-
41033), TRIM28 ¥ GAPDH ) PCR 5|4 (Fg nt 4 7}
YR A R F] ) , GAPDH Rabbit pAb, TRIM28
Rabbit pAb (R Z 2 s AE YR A R A R L 52
5 :AC001.A2245) , I 415 1eG HRP (BB &4
YR E A BRA R, 585 . BLIOIA) o SERF 986 E &
PCR (Lg% [z Wi ™ i A3 PR F], -5 : Light Cy-
cler480) , HEME AR AL (7 M5 1 A Wy BL A R
A, 5 . GelView 6000 Pro I ), it 2 40 A (6 [H
Beckman Coulter 23 7] , 5 : Cyto Flex)

1.3 BESAZREMEER HFRPisE g REmn
TEEEAR , 1500 r/min B0 5 min, 725 E2 MK . K
P A UUTE 5 AR FUTC 14 PBSTR AT, 5 A 15 mL 5.0
o B R BB N A B R B B )R
2 000 r/min 0> 30 min(FHRFEEEIBER 1), B0 5 57
hr 42 o BUER 2 J2 i T 40 A P )2 & AR B R K
B 1500 v/min &0 10 min, 345 R 40 i
UIVE .

1.4 EREZEPCR WE RPN, FH 2
JHLE RNA PRAE T SR LR RNA A R BT
FE W DEPC KA IE o #5i% RNA VE A St s
B, 1529 cDNA $E4T qPCR Y14, LA GAPDHAE N
ZH0 M TRIM28 mRNA AN F 367K o SR 244
J7TETHE TRIM28 A X FRik i, BE K 5 1 ) 91 n 5k 2
JiR o

1.5 FEARGEEE BUE KRG 040k
ERUTUE , DA 22 240 i A4 W (RIPA : PMSF=100:1)
PEWCE 1, IF 21T BCA 2 A E o i, 3R 2

PEAT SDS-PAGE HLJK , FLTK A4S HUJR UEATHE B8, FH i At
AFYSERPA 2 by B AE R DR AT R AR R . —
BLINR 3 i . AR T ECLJR . FE ] Image] $CfFiE
TTIRBER ST

#2 RTqPCR3IMESEIY
Tab.2 Primers used for qPCR

Sequences (5'-3")
AGCAAGAGCACAAGAGGAAG
GGTTGAGCACAGGGTACTTT
GCGGAAATGTGAGCGTGTA
CCTGGGCAAACTCCTGT

Name

GAPDH-Forward
GAPDH-Reverse
TRIM28-Forward
TRIM2S8-Reverse

#&3 Western blot ft i —#1

Tab.3 Primary antibodies used for Western blot

Antibody Company Catalog number
GAPDH Rabbit pAb ABclonal AC001
KAP1/TRIM28 Rabbit pAb ABclonal A2245

1.6 ZHEASHMEEF IR HL-60 241 il 7F
37 COKIE SR R SR IS AE = I T F PBS 22 vh 4t Jfd
7E 800 r/min F &40 5 min L ZZBRGEAEI , R 1E &
A 10% FBS i RPMI-1640 B 37 3 vp 8 & | 54 5 3|
T25 85380, B FRIRE R 37 °C, COLMREE R 5%
1.7 si-RNAEFE HUERRES R4, L&
FL 2x10° 1~ 41 ff1/400 WL 1) %% B 42 Fh 1 24 FLAR o
FH 85 37 F 56 B 4 B0 R [F] T 50 19 9 55 R0 A 4 )
1ip3000. K5 H BT (40956 15 A B 19 1ip3000
PR B G G, E IR B 20 mine BRFLINASE
YUV, 75 37 °C 5% CO, B A B 9% o 16 24~48 h
i qPCR SR YLl %6, 78 48~72 hi i i K F
Unal R AT V&

1.8 CCK-83XI& H4I4IME7E 1 500 r/min F &L
5 min, K45 40 M TTVE , K 3% 10% FBS 1956 4 35 57 ik
AN, %R 4FL 6 0001/100 wL R R AT
96 fLAR . FELLANME L 5 A AL, 30 T 0,24,
48 .72 h A 10 wL CCK-8 ¥ i , 98 J5 7E 37 °C . 5%
CO,KE AT F T 1~2 ho £ 450 nm P K AL i A5
Y RFFLANR RO C A, e BRI TR
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1.9 ATHERN REMBIFITE. HHIR10°4
A E TR, 1 500 v/min B0 5 min, E3 I
W, 7E PBS HhyE 4 1~ 2 Wk . % 40 i & & T 100
wL Annexin VZ5& %, 8% 5 A 1 pL Annexin V-
APC QL BHA W, HRIR G .4 CIFF 15 min, A 1
pL PLYLRHA R BB RIR G, 4 CFH 5 min. )5,
FH e = 4 M A R

1.10 GEO%iEE GEPIA2 ¥#EE it RiE
T 4. 4.1 GEO query 113K HU GSE34577 B dli 4 , 7 Xt
JE LR B AT T SR A — 1k, I FRHEAL I 1 2
5 4 B Fp R B TRIM2S & TR A 36 38 B0 |, O o
TRIM28 FE PR 7E 1 H AFEASFIAE M3 Y AML 8 35 h
(1 2% 35 8008 OF = 10 BCE | B I Adils 5 A Graphpad
Prism9. 5 5 {F H iE 47 S8 11 o0 B o I A 2k W) sk
GEPIA2 ¥4l 2, BE B A= 47 40 A, B A\ TRIM28 JE [
#3168 AML, HATTELR 00T -

1.11 %it=43#E  f#H Graphpad Prism9. 5 F1 Ori-
gin 2018 X 45 2] i) S 56 B 48 HE A7 58 143 B A 1
TEGET A3 AT Z R0, X A3 AL B0 e R AT IS T
X 4G A L2207 A0 T 2 50000 =2 () ) B e, i P o
A6 56 5 X T ANFF A RS20 A0 1Y, W0 e AR 2 8008k A
oA A 2 1516 €7 A k2 B2 ) b o I S
N>R H One-way ANOVA #1734, F-4E R BLGE 1127
2% 2t K ] Tamhane's T2 test 35 3547 75 79 2H 8] 1) b
B AT BRS04, E A Kruskal-Wallils H 6
5, JF e A Ge it 22 5 i it — 22k ] Mann-Whitney
UK 3 AT WAL Y L3 . DL P<0. 05 0 22 55 F7
Goiterim S M RNIE P 1T TRIM28 K-
Sjilfs RS bR ASAR EE L 24 P<0. 05 I, 2678 25 5 ] 1Y
LPEXRRAFGIT24E L, Pearson #R R 5 (r) 1)
oty Xof (BB A, 8 BH AH G MR i, )y 1)l HL O S
HIE .

2 #HR

2.1 TRIM28F#*IEMIBEAMLEEH LEIE AT
R TRIM28 1EE M3 & AML v 197 ] , A8 58 11
GEO %48 52 GSE34577 BHla 48 43 Mt TRIM28 ) 3Rk
45 50K TRIM28 7EE M3 B AML B 3% h iy ik K
SE I R T B2 (P<0.000 1) (| 1A) . R
qPCR A TRIM28 7 m PRAE M3 9 AML &8 2 B 20
M rP Ak o PR T T R A BE AR AR ME LR A
AR IERCIDA B35 B B AR XTI, 251 0
7, TRIM28 7 M3 % AML 2 % h i 353K 55 T IDA

N, HAG ¢ 2 5 (P<0.000 1) (K 1B) . 14k,
TRIM28 #£ ND 2 Fll RR 41 i 32 18 5 T IDA 41 (¢=
3.791.3.971,P<0.05) (K 1C) ,{H TRIM28 (/) 3235 5
K5 AMLZE R Z 1) () 22 5 g it22 22 5 (K 1D) .
L2025 4F NCCNIRYT 6 M S5 KA 4% IR L (o
% B0 55 0 R 58 AR 4 AT TS 4y 2 xR E
TRIM28 3235 55 43 J2 BEATAHOCHE 43 HT , 45 R 3
TRIM28 7 it f& 27 AU FJ5 43 )2 R v 45 RS )L 411
BAE TR RS TS R 40 B (=2, 790,
2.318,P<0.05) (K 1E) . X35 i SE R g2 AR i A 7 ik
— W B AN R 4 TR, TRIM28 ()36 1K 7E NPM 1
RGBEDTT & AN EZRALEIT¥E L (2=
-2.003, P=0.044 9) ,[HJEAREF5 B K , NPM T 5L
RAZRI G RGN & , NPM 1 RAEE I FLT3-ITD 5
A RE UG 2, IR NPMT 278 4R &k
NPM 1 BARAFH M NPM1 43 FLT3-1TD K75 40, 4t
TH25 3 BT 45 R 3 W TRIM28 1 32 35 75 NPM1 4 5
FLT3-ITD %72 B35 I+ i , (B TRIM28 (1) 35 = 1K
5 NPM 1 HR5E R T ARG (R 5) .

2.2 FEM3 B AML E#& TRIM28 K F 5lmKi5HR
BMEEESH  7EKAE TRIM28 769k M3 B AML #
HERIKRJG 4T TRIM28 323k 7K 5 45 Tt IR
FE PR AE W12 83 A I B B L4 21 (bone mar-
row blast, BM-blast) & 43 kb .~ J&] I B 46 40 fd (pe-
ripheral blood blast, PB-blast) F 43kt | I 40 it i1 4%
(white blood cell count, WBC count) . Ifil 2T & [ 1%k
(hemoglobin count, HB count) . Ifil. /N 314X (platelet
count, PLT count) . 445 [ (albumin, ALB) .2k
(ferritin, FE) LA FLIR i /K F (lactate dehydro-
genase, LDH) Z [ A CHE . 45 R W, TRIM28 4
IRIK- SAERS (K1 2A, r=0. 504 7, P=0.023 2) B
JEHA 20 i L 491 (18] 2B, r=0. 548 2, P=0.012 3) 4
I JEL A 4 L5 (8] 2C, r=0. 637 2, P=0. 001 4) .
40 3% (& 2D, r=0.536 4, P=0.026 5) & iF 4
X 5L r (K 2E, r=-0.462 8, P=0.030 1) %
TG, S/ 2F)  FLIR B 20 (8 26) (8%
FEH(E2H) HEA(E 2D TP
>0.05).

2.3 TRIM28 7k F53EM3 B AML 2EREITR
MERFMMEHERX LI, U RE ST CR &
F MG YT JC W (non-response, NR) i) 8 3 A9 1Ifa PR
B, I M| ks ALY IR AU 5 TRIM2S
AR S . 25 SR R, J0 R N 2 RS B TRIM28 3%
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Fig.1 The expression levels of TRIM28 in AML patients

A: The expression level of TRIM28 between non-M3-AML samples and normal samples in GEO database; B: Comparison of TRIM28 expression

levels in IDA and AML patients in clinical samples; C: Comparison of TRIM28 expression levels between IDA and different group AML patients; D

Comparison of TRIM28 expression levels between IDA and AML patients with different FAB subtypes; E: Comparison of TRIM28 expression levels in

AML patients with different genetic risk prognostic strata; **##P<0. 000 1 vs Normal group; *P<0. 05, **P<0. 000 1 vs IDA group; *P<0. 05 vs Favor-

able group.

IR TR A ROV 4 (B 3A, P<0.01) ., FfiJs , FH
GEPIA2 %4l 52 35 UE 1 /5 TRIM28 3= 35 1) E M3 #Y
AML 8 WK A A7 385 22 (K1 3B, HR=2.9, P=
0.045),

2.4 T TRIM28 3 #] AML 20 R 1 58 , 1@ i3 40 i
BT TR TRIM28 K- % AML 41 i 2 g i 5
M, (5 T /N4 RNA £ K (siRNA) T4 HL60 41 fifg
TRIM28. N & 4A-4C JIT 7~ , AN [6] 3 8 6% e )
TRIM28 ) mRNA 357K (1=6. 68 .12. 02 .10. 76,
4. 17,3 P<0. 05) FHE 1 3R IK 7K 244 A [F) 72 BE 1)
T % (1=16. 25, 33. 44, 37.05.7. 470, ¥J P<0.05) .
MREIE YL sf 3, e g% 82 .83 41| T W B f i, AL
T2 . CCK-8 45 R o, % 4 5 HL60 4 fifg
R FE BE 71 R B (1K1 4D, ¢=2. 92.3. 37,1 P<0. 05) .
BEAb 38 3 3 A0 AR R TRIM28 7K % 8 1 B
A2, % B0 T30 TRIM2S J 40 M 07 1= Eb 451 34 fin
(I 4E,q=4.76 4. 68,3 P<0.01), [R5 FEH,
T-HE TRIM28 (1) 3235 W] 1  HL60 240 A (9 3 4, {2 2k
YL T

3 itig

AML 2 —Ff e 35 N 2 114 I T 28 e AR PR
o FL R AR FE AR AE 1 I 2 H R 2
H AML Y 55 R AN TR . S TEIR T AML J5 T
AR T — e A A PR (2 AML R 1 U5 1558
A4 NI, Horh— 2R DL R e A8 T 900
PRI, R BT AT R AR L B

TRIM28 1 g — i i s 1 15 [H 1, 7 e g 22 )
S HAT Z R AR, TRIM28 Al 5532 3
LS RLIM AR AR, (2 oz R AL, 4E45 p53 1Y
R R AR KT, 5 2 A1 2 b JeA 20 B 1 184 5 F A= A7
A WF 5T B, 7E I 40 B 95 (hepatocellular carci-
noma, HCC) v, 40 Jfd 4% 1 () TRIM28 5 i 2= i 3K il
E2 %A L5 UBE2S A BAEH , B 58 p27 iz ik
FEAR LR A, DA I8 5 HC.C 41 R 1) 41 i & 1 2t
o BREIE DN R R TR A=22H F R 8] BT 1k
AR A, TRIM28 36 2 5 1 e 4 i 1y
TR AR . SR, HAE AML TR ) RIA RS
THEREE R .
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Tab.4 Association of TRIM28 mRNA expression with gene mutations in non-M3 AML patients
Genetic mutation n (Total=63) TRIM28 [ M (P25 s P75) ] Z value P value
FLT3-ITD mutation status
Mutant 14 4.312 (1.721, 12.970)
-0. 678 0.507 3
Non-mutant 49 3.805 (0.699, 8.593)
NPM1 mutation status
Mutant 9 9.894 (3.746, 14.370)
-2.003 0.044 9
Non-mutant 54 2.553 (0.471, 7.810)
ASXLI mutation status
Mutant 2 2.752 (0.122, 5.381)
-0. 666 0.541 7
Non-mutant 61 3.805 (1.259, 9.353)
RUNX 1 mutation status
Mutant 6 4.772 (1.368, 12.210)
-0. 398 0.706 2
Non-mutant 57 3.805 (1.128, 8.707)
CEBPa mutation status
Mutant 7 1.295 (0. 186, 20.620)
-0. 525 0.614 6
Non-mutant 56 4.027 (1.345, 8.760)
TET2 mutation status
Mutant 4 0.838 (0.116, 17.070)
-0.902 0.389 1
Non-mutant 59 3.884 (1.278, 8.813)
TP53 mutation status
Mutant 3 1.886 (0.114, 5.381)
-0. 871 0.4107
Non-mutant 60 3.844 (1.250, 9.624)
DNMT3A mutation status
Mutant 7 2.679 (1.295, 7.552)
-0. 306 0.772 6
Non-mutant 56 4.027 (1.071, 9. 624)
ETO mulation status
Mutant 5 4.595 (2.189, 13.570)
-0.712 0.4958
Non-mutant 58 3.543 (1.185, 8.924)
KIT mutation status
Mutant 7 4.595 (1.919, 8.813)
-0.722 0.485 4
Non-mutant 56 3.543 (1.071, 9.571)
IDH?2 mutation status
Mutant 8 1.773 (1.084, 6.898)
-0. 764 0.458 4
Non-mutant 55 3.884 (1.241, 9.894)

£S5 NPMI1BRE5NPMI &3 FLT3-1TD R3E £& TRIM28 RixKFHILLE
Tab.5 Comparison of TRIM28 expression between patients with NPM1 mutation alone and those with NPM1 plus FLT3-ITD mutation

Compare the P value with  Compare the P value with

Group n TRIM28 [ M (st s P75) ] )
Non-mutant NPM1 mutantion

NPM 1 mutation 2 2.409 (1.014, 3.805) 0. 804

NPM1 with FLT3-ITD mutation 7 12. 870 (4.938, 15.450) 0. 047 0. 184

Non-mutant 54 2.553 (0.471, 7.810) 0. 804

AW FEFE GEO B¥5 5 GSE34577 W B IE T 9k
M3 % AMLEEA H TRIM28 i 3k 7K, 45 5 R H:
16 AML 2 325 3 T R4 . it — 25K TRIM28 7E
IIf RAE M3 29 AML B #fAE A i 2R3k, L IDA 3%
I EBEREA 0 BRZH . qPCR 45 3 5 504 1 495 5 —
3, BndE M3 B AML 40 TRIM28 3635 7K V-8 T IDA

H, A FAB I AML B 2 [ XS i 2 5,
F 4l 2025 45 NCCN IR YT $5 F A T it A% 22 KU 53 )2
SER LI TRIM28 16 h RN RIS 4L & iy
KT ROUGA . FEEARMT B, TRIM28 7
NPM 1575 B F h ik b B — 200 R B, X
Fhen 23k F 5 BAE NPM 14 3 FLT3-ITD 5875
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Fig.2 Correlation analysis between TRIM28 expression level of non-M3 AML patients and clinical indicators

A-I: Correlation analysis between TRIM28 expression level with Age, BM-blast, PB-blast, WBC count, HB count, PLT count, LDH, FE and

ALB level of non-M3 AML patients in ND group.
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Fig. 3 Relationship of TRIM28 level and treatment
response rate and prognosis in non-M3 AML patients

A: Relationship between TRIM28 levels and treatment response

rates of patients with non-M3 AML; B: Kaplan-Meier curves of TRIM28

on survival in GEPIA2 database; CR: complete response; NR: non-

response; ~ P<0. 01 vs CR group.
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Fig. 4 Verification of interference efficiency

A-C: The expression of TRIM28 mRNA and protein in HL60 cells treated with different interfering sequences; D: The effects of interfering with

TRIM28 on the proliferation of HL60 cells; E: The effects of interfering with TRIM28 on The apoptosis of HL60 cells; "P<0. 05; “P<0.01;

vs NC group.
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Prognostic significance of TRIM?28 elevation in non-M3

acute myeloid leukemia
Gong Siqi', Li Cong', Fan Mengmeng', Wang Huiping', Zhang Wanqiu', Liang Xue',
Tao Qianshan', Hong Qiang®, Zhai Zhimin'
(" Department of Hematology , The Second Affiliated Hospital of Anhui Medical University, Hefei 230601 ;
* School of Basic Medical Sciences, Anhui Medical University, Hefei 230032)

Abstract Objective To clarify the expression of TRIM28 in non-M3 acute myeloid leukemia (AML) and its cor-
relation with clinical indicators and prognosis, and to further explore the effect of TRIM28 expression levels on the
proliferation and apoptosis of AML cells using small interfering RNA. Methods The GSE34577 dataset was ana-
lyzed using R software to compare TRIM28 expression between healthy controls and non-M3 acute myeloid leuke-
mia (AML) patients. Clinical samples from non-M3 AML patients were collected, with TRIM28 expression levels
measured using real-time quantitative PCR (qPCR). The analysis focused on correlations between TRIM28 expres-
sion and various clinical indicators, treatment efficacy, and patient prognosis. Furthermore, small interfering
RNA (siRNA) technology was employed to downregulate TRIM28 expression in human primary AML cells (HL60
cell line). The effects on cell proliferation and apoptosis were then assessed through CCK-8 assays and flow cytom-
etry, respectively. Results The results showed that TRIM28 was up-regulated in non-M3 AML of both online data-
base GSE34577 and clinical samples (P<0.000 1), TRIM28 expression of new diagnosis (ND) group and re-
lapsed refractory (RR) group was higher than iron deficiency anemia (IDA) group (P<0.01), and there was no
significance between different French-American-British classification systems (FAB) subtype. TRIM28 expression
was higher in non-M3 AML patients with a poor genetic prognosis stratified as moderate than in the good prognosis
group, and TRIM28 expression was associated with NPM[ combined with the FLT3—ITD mutation, positively corre-
lated with age, bone marrow blast, peripheral blood blast and white blood cell, negatively correlated with hemoglo-
bin. In addition, interference TRIM28 greatly inhibited cell proliferation and promoted cell apoptosis. Conclu-
sion  This study reveals that TRIM2S is highly expressed in non-M3 AML and associated with prognosis, and
plays a key role in the proliferation and apoptosis of AML cells, suggesting that TRIM28 may serve as a novel thera-
peutic target for non-M3 AML.
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